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<213> Artificial Sequence 
<220> 

<2 2 3> Synthetic Sequence 
<400> 1 

atggggcctg aaactgtctg ggtctgagct ggggagcgga agccacttgt ccctctccct 60 
ccccaggact tctgtgactc ctgggccaca gaggtccaac cagggtaagg gcctggggat 12 0 
accccctgcc tggccccctt gcccaaactg gcaggggggc caggctgggc agcagcccct 180 
ctttcacctc aactatggat ctcctgcccc ccaagcccaa gtacaatcca ctccggaatg 240 
agtctctgtc atcgctggag gaaggggctt ctgggtccac ccccccggag gagctgcctt 3 00 
ccccatcagc ttcatccctg gggcccatcc tgcctcctct gcctggggac gatagtccca 360 
ctaccctgtg ctccttcttc ccccggatga gcaacctgag gctggccaac ccggctgggg 420 
ggcgcccagg gtctaagggg gagccaggaa gggcagctga tgatggggag gggatcgatg 480 
gggcagccat gccagagtca ggccccctac ccctcctcca ggacatgaac aagctgagtg 540 
gaggcggcgg gcgcaggact cgggtggaag ggggccagct tgggggcgag gagtggaccc 600 
gccacgggag ctttgtcaat aagcccacgc ggggctggct gcatcccaac gacaaagtca 660 
tgggacccgg ggtttcctac ttggttcggt acatgggttg tgtggaggtc ctccagtcaa 720 
tgcgtgccct ggacttcaac acccggactc aggtcaccag ggaggccatc agtctggtgt 7 80 
gtgaggctgt gccgggtgct aagggggcga caaggaggag aaagccctgt agccgcccgc 840 
tcagctctat cctggggagg agtaacctga aatttgctgg aatgccaatc actctcaccg 900 
tctccaccag cagcctcaac ctcatggccg cagactgcaa acagatcatc gccaaccacc 960 
acatgcaatc tatctcattt gcatccggcg gggatccgga cacagccgag tatgtcgcct 1020 
atgttgccaa agaccctgtg aatcagagag cctgccacat tctggagtgt cccgaagggc 1080 
ttgcccagga tgtcatcagc accattggcc aggccttcga gttgcgcttc aaacaatacc 1140 
tcaggaaccc acccaaactg gtcacccctc atgacaggat ggctggcttt gatggctcag 1200 
catgggatga ggaggaggaa gagccacctg accatcagta ctataatgac ttcccgggga 12 60 
aggaaccccc cttggggggg gtggtagaca tgaggcttcg ggaaggagcc gctccagggg 13 2 0 
ctgctcgacc cactgcaccc aatgcccaga cccccagcca cttgggagct acattgcctg 1380 
taggacagcc tgttggggga gatccagaag tccgcaaaca gatgccacct ccaccaccct 1440 
gtccaggcag agagcttttt gatgatccct cctatgtcaa cgtccagaac ctagacaagg 1500 
cccggcaagc agtgggtggt gctgggcccc ccaatcctgc tatcaatggc agtgcacccc 1560 
gggacctgtt tgacatgaag cccttcgaag atgctcttcg ggtgcctcca cctccccagt 1620 
cggtgtccat ggctgagcag ctccgagggg agccctggtt ccatgggaag ctgagccggc 1680 
gggaggctga ggcactgctg cagctcaatg gggacttctt ggtacgggag agcacgacca 1740 
cacctggcca gtatgtgctc actggcttgc agagtgggca gcctaagcat ttgctactgg 1800 
tggaccctga gggtgtggtt cggactaagg atcaccgctt tgaaagtgtc agtcacctta 1860 
tcagctacca catggacaat cacttgccca tcatctctgc gggcagcgaa ctgtgtctac 1920 
agcaacctgt ggagcggaaa ctgtgatctg ccctagcgct ctcttccaga agatgccctc 1980 
caatcctttc caccctattc cctaactctc gggacctcgt ttgggagtgt tctgtgggct 2040 
tggccttgtg tcagagctgg gagtagcatg gactctgggt ttcatatcca gctgagtgag 2100 
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agggtttgag 
gtattaatgt 
ccccaagaag 
gtcacccttc 
cctctcaaca 
aatgatattt 
caccttcttg 
ataacagagg 
tgccccagag 
ctggccgggg 
atgttgcatg 
tgcctccctt 
actctcccag 
acaatcccca 
atattttagg 
caaaatgata 
acagctcttg 
ccagagacct 
taccgcgaga 
cgcaaaacct 
gccacaccac 
gttttcatcc 
gggaaaactc 
atacatcacc 
ggcctgtgag 
atttccatct 
agcc 



tcaaaagcct 
acagagtggc 
gtgagtgctt 
tgggcaaggg 
cccgcccccc 
tatgcaaaca 
gcttctggga 
caggagtggc 
ccccactccc 
cccctcaccc 
cctatgtact 
tctgggaggg 
gtggattttg 
cataccatct 
gctgctagac 
atcaattatt 
gcattttcct 
gaggcagatg 
ctgagaggca 
gcagttcctg 
agcaagccgg 
tggcctcctt 
ttcattaaag 
tttttgactt 
gtaactggga 
aggactagaa 



gggtgagaat 
ccctcacctg 
gtcatggaaa 
ggaacaaatc 
ccatgtttaa 
gttcttggac 
cctgtgttct 
agctgtcccc 
ggccaggcgg 
caaggggtct 
ctgcgccaaa 
cggggtgggg 
tggaggtgag 
gtagagttgg 
ttactttcct 
acatttatac 
cgcctaggcc 
aaatttattt 
gaagtcagcc 
agtaccttct 
ccccccctct 
ttgctgtttg 
tccgtatttc 
ttccaagccc 
tcgcaccttt 
aaacttgggt 



cctgcctctc 
ggcctttcct 
atgtcctgtg 
acacctctgg 
actttgtgcc 
ccctgaattc 
tgctgagcac 
tctccctggg 
gagatggacc 
gtatatacat 
gtgcagccct 
gtgactgaat 
aaaaggggca 
aactgcattc 
attttctttt 
atcacctttt 
tgtgaggtaa 
ccatctagga 
cgaatgcctg 
acaggcccgg 
tttggccttg 
gatgtttcca 
ttctaaaaaa 
ttttacagct 
tataccagag 
ctcttaccgc 



cccaaacatt 
gtgccaacct 
gtgacaggcc 
gcttcaggcjt 
tttgaccatc 
ttcaatgaca 
cctctccggt 
gatatgcaac 
cctcccttgc 
ttcataaggc 
tcctcctgaa 
ttgggcctct 
ttgagactat 
ttttaaagtt 
ccattgctta 
tgacttttcc 
ctgggatcgc 
ctagaaaaac 
tcagtttcat 
cccagcctag 
tggataaggg 
cgggtctcac 
aaaaaaaaaa 
cttggcattt 
acctgaggca 
gagactgaga 



aatcaccaaa 
gatgcccctt 
cagtggaaca 
atcccagacc 
tcttaggtct 
gggatgccaa 
ttgggttggg 
ccttagagat 
tcagtgcctc 
ctgccctccc 
gcctctgccc 
tgtacagtta 
aaagcagtag 
ttatatgcat 
ttcttgagca 
aagccctttt 
accttttata 
ttgggtctct 
ggaggggaaa 
gcccggggtg 
agagttgacc 
ttataccaaa 
aaatacattt 
tcctcgccta 
gatgaaattt 
ggcagaagtc 



2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3664 
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<211> 583 
<212> PRT 

<213> Artificial Sequence 
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<223> Synthetic Sequence 
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Ser 


Tyr 
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Val 


Arg 


Tyr 


Met 
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Ala 
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Asp 


Phe 
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Arg 
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Val 
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Glu 


Ala 


Val 
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Arg 
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Phe 


Ala 


Gly 


Met 


Pro 
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Met 


Ala 


Ala 


Asp 


Cys 










245 








Met 


Gin 


Ser 


He 


Ser 


Phe 


Ala 


Ser 



Lys 


Tyr 


Asn 


Pro 


Leu 


Arg 


Asn 


Glu 




10 










15 




Ala 


Ser 


Gly 


Ser 


Thr 


Pro 


Pro 


Glu 


25 










30 






Ser 


Leu 


Gly 


Pro 


He 


Leu 


Pro 
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Pro 
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Pro 
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Gly 


Gly 
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Pro 


Gly 


Ser 
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Asp 
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Gly 


Glu 


Gly 


He 


Asp 


Gly 
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